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CCCTTATTAGAGGATTCTGCTCATGCCAGGG TGAGGTAGTAAGTTGTATTG 
TTGTGGGGTAGGGATATTAGGCCCCAATTAGAAGATAACTATACAACT MIR98 

TACTACTTTCCCTGGTGTGTGGCATATTCACACTTAGTCTTAGCAGTGTTGCC 
TCCATCAGACAAAGTTGTAGATGTTCCTTGGATAATTTGGACTGGAAGAAAAGA 
GACATGGAAGGGGACAGATGGTGTTTAGGGTGAGGCAGATGTCATTATAAAGT 
GACTTGTCTTTCATTAATTGGAGCATATAATTATTTTACCTTTGGGCATGAACTC 
ATTTTGCTATTCTTCAACTGTGTAATGATTGCATTTTATTAGTAATAGAACAGGA 
ATGTGTGCAAGGGAATGGAAAGCATACTTTAAGAATTTTGGGCCAGGCGCGGT 
GGTTCATGCCTGTAATCCCAGC A I I I I I GGGAGGCCGAGGCGGGTGGATCAC 
CTGAGGTCAGGAGTTCGAGACCAACCTGGCCAACACGGCGAAACCCCGCCTC 
TACTCAAATACAAAAATTAGCCAGGCTTGGTGACACTCGCCTGTGGTCCCAGC - A ™ 
TACTCAGGAGGCTGAGGCAGGA GAATTGCTTGAACCCAGGAAGTGGAG GAMZ 
GCTTCAGTGAGCTGAGAACACGCCACTGCACTCCAGTCCTGGGCAAC 5 
AGAGCAAGACTCTGTCTCAGGAAAAAAAAAG 
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dbEST Id. 7929020 (Image4514344) sequence: 

GCAAAAACTGGAAGCATTCCCTTTGAATyVCTGGCACAAGACAGGGATGCCCTCTCTCAC 

CGCTCCTATTCAACATAGTGTTGGAAGTTCTGGCCAGGGCAATTAGGCAGGAGAAGGAA 

ATAAAGGGTATTCAATTAGGAAAAGAGCAAGTCAAATTGTTCCTGTTTGCAGATGACAT 

GATTGTATATCTAGAAAACCCCATTGTCTCAGCCCCAAATCTCCTTAAGCTGATAAGCA 

ACTTCAGCAAAGTCTCAGGATACAAAATAAATGTACAAAAATCACAAGCATTCTTACAC 

ACCAACAACAGAAAAACAGAGCCAAATCATGAGTGAACTCCCATTCACAATTGCTTCAA 

AGAGAATAAAATACCTAGGAATCCAACTTACAAGGGATGTGAAGGACCTCTTCAAGGAG 

AACT AC AAAC C AC T GC T C AAGGAAATAAAAGAGG AT AC AAAC AAAT G G AA G AAC ATT CC 

ATGCTCATGGGTAGGAAGAATCAATATTGTGAAAATGGCCATACTGCCCAAGGTAATTT 

ACAGATTCAATGCCATCCCCATCAAGCTACCAATGACTTTCTTCACAGAATTGGAAAAA 

ACTACTTTAAAGTTCATATGGAACCAAAAAAGAGCCCGCATCGCCAAGTCAATCCTAAG 

CCAAAAGAACAAAGCTGGAGGCATCACACTACCTGACTTCAAACTTTACTACAAGGCTA GAM 

CAGTAACCAAAACAGCATGGTACTGGTACCAAAACAGAGATATAGATCAATGGAACAGA 24 

ACAGAGCCCTCAGAAATAACGCCGAATACCTACAACTATCTGATCTTTGACAAACCTGA 

GAAAAACAAGCAATGGGGAAAGGATTCCCTATTTAATAAATGGTGCTGGGAAAACTGAC 

TAGCCATATGTAGAAAGCTGAAACTGGATCCCTTCCTTACACCTTATACAAAAATCAAT 

TCAAGATGGATTAAAGATTTAAACGTTAGACCTAAAACCATAAAAACCCTAGAAGAAAA 

CCTAGGCATTACCATTCAGGACATAGGCATGGGCAAGGACTTCATGTCCAAAACACCAA 

AAGCAATGGCAACAAAAGACAAAATTGACAAATGGGATCTAATTAAACTAAAGAGCTTC 

T G C AC AGC AAAAG AAAC TACCA TCAGAGTGAACAGGCAACCTACAAAATGGGAGAAAAt GAM 

TTTCGCAACCTACTCATCTGA CAAAGGGCTAATATCCAGAATCTACAATGAACTCAAAC 26 

AAAT T T AC AAAAA AAAAAAAAA A 
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dbEST Id. 13SB749 (Imagel0201S5) Sequence: 

ACTCCTATCAACAGTGTAAAAGCATTCCTGTTTCTCCATAATCTTGCCAGCATCTTTT 
CATTTTTTTGAATTATAGCCATTCTGACTGTTGTGAGATGGTGTCTCATTGTGGTTTT 
GATTTGCATTTCTCAGATGATCAGTGATGTTGAAGTTTTTTTGTTTGTTGGCTGCATG 
TATGCCTTCTTTTGAAAAGTGTCTGTTTGTGTCCTTTGACCACTTTCTAATGGGGTTG 
AGTTTTTTTTTCTTGTAAATTTGTTTAAGTTCCTTGTAGATGCTGGATATTAGACCTT 
TGTCAGATGGATAGAGTGCAAAAATTTTCTCCCATTCTGTAGGTTGTCGGTTTACTCT 
GTTGATAGGTTCTTAATGCTGTGCAGAAGCTCTTTAGTTTAATTAGATCCCATTTGTC 
AATTTTGGCTTTTGTTGCAATTGCTTTTGGCATCTTCGTCATGAAATCTTTGCCCTTG 
CCTGTGTCCTGAATGGCATTGCCTAGGTTTTCTTCCAGGATTTTTATAGTTTTGGGTT 
GTAGATTTAAGTCTTTAATCCATCTTGAGTTAACTTTTGTATATGGGTTAAGGAAGGG 
GCCCGTTTCAATTTGCTGCAAATGGCTAGCCAGTTCTCCCAGCACCATTTATTAAATA 
GGGAATCTTTTCCCCATTGCTTCCTTTTGTCAGGTTTGTCAAAGATCACATGGTTGTA 
GGTGTGTGGTCTTATTTCTGGGTTCTCTATTCTGTTCCATTGGGCTATGGGCCGGTTC 
TGTACCACCACTATGCTGTTTTGGGTACCATAGTCTTGTAGAATGTTTGAAGCTGGGT 
AGCATGATGCCTCTAGCTTTGCTCTTCTTGCTAAGAAATGTCTTGGCTATTTGGGCTC 
TTTTTTGGTTCCATATGAATTTTAAAATAGCTTTTTCTAGGTCTGTAAAGAATGTGAA 
T AGTAGT T T AAT G G G C C T AGC ATTTAAT T T ACAGAT T GC CTT G G GC AGT GT G G T C AT T 
TTCACGATATTGATCCTTCCTGTCTGTGAGCATATGTTT TTCCATTTGTTTGTGTCAT 
CTCTGATTTCTTTGAATAATGGTTTATAGTTATCCTTGAAAAGGTCCTTCACTTTTCT 
T G T TAGC T G TAT TC C TAGATATTATAC T C T TC TTG T G G C AATTG T GAAT GGGA G T T A A 
TTCATGAGTTTTCTCTCGGCTTGCCTGTTGTTGGTGTATAGGAATGCTAGTGACTTTT 
GCACATTGATTTTGTATCCTGAGACTTTGTTGAAGTTGCTTATCAGCTAAGAAGTTTT 
TGAGCTGAGATGATGGAGTTTTCTAGATATAGGATCATATCATCTGCAAACAAAGATA 
GTTTGACTTCCTGTCTTCCTATTTGAATAGCTTTTCTTTCTTTCTCTTGCCTGATTGC 
CTTGGTGAGAATTTCTAATACTGTGTTGAATAGGAGTGGTGAGCTCGTGCCAA 
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